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In this article [1] the wrong figure appeared as Fig.  1, 
The Fig.  1 should have appeared as shown below. 4th 
affiliation was inadvertently supplied and published, this 
has been removed. Citation for following references are 
missing.
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Fig. 1 Epigenetic regulatory drugs promote anti-tumor immune signaling to synergize with PD1/PD-L1 immunotherapy
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